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Genotyping ADIPOQ gene

Name: Porcine adiponectin gene (ACDC)

Gene Bank Access Number: AJ849536

SNP: AJ849536:g.1716G>A in exon 1 (Houde et al., 2008)
Using RFLP with BsaHI
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Genotyping FSHR gene

Name: Porcine FSH receptor gene

Gene Bank Access Number: AF025377

SNP: AF025377:8.1166C>T (Jiang et al., 2002)
Using Bi-PASA technique
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Table1l Descriptive statistics for weaning-to-first service interval, number of
piglets born alive, litter birth weight, number of piglets at weaning and litter
weaning weight.

Number of Standard
records deviation

Trait!
wsl (d) 470
NBA (piglets) 470
LBW (kg) 470
NPW (piglets) EE 9.24
LWW (kg) 330 68.96 18.52 117.0

1 WSI = weaning-to-first service interval, NBA = number of piglets born alive, LBW = litter

birth weight, NPW = number of piglets at weaning, and LWW = litter weaning weight.
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Table3 Differences (+ SE) between ADIPOQ and FSHR genotypes for weaning-
to-first service interval (WSI) and litter traits (NBA, LBW, NPW and
LWW).

ADIPOQ FSHR

GA -GG cC-TT CT-TT

wst (d) -0.90£0.73 0.59+0.72 0.24£0.72
(P<0.2173) (P<0.4109) (P<0.7424)

Trait!

NBA(piglets) (5 X55615) #2008 (#<0as32)
LBW (ke) #£65709) 7 <0.608) #X0453)
NPW (piglets)  REC595H) PLoar) i#<05765)
LWW (kg) fp'<67 t23'307% (é.ge Egé)ﬁg'

1 WSI = weaning-to-first service interval, NBA = number of piglets born alive, LBW = litter birth

weight, NPW = number of piglets at weaning, and LWW = litter weaning weight.
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Table2 Regression coefficient (+ SE) of WSI, NBA, LBW, NPW and LWW on
number of G alleles in the adiponectin (ADIPOQ) locus and number of T alleles in
the follicle stimulating hormone receptor (FSHR) locus.

Trait? Locus Regression coefficient P value

wsl (d) ADIPOQ 0.85+0.73 0.2429
FSHR 032+0.32 03218
NBA (piglets) ADIPOQ -0.06 +0.46 0.8999
FSHR -0.04£0.20 0.8394
LBW (kg) ADIPOQ 0.32£0.74 0.6664
FSHR 0.11+0.32 0.7419
NPW (piglets) ADIPOQ 0224035 0.5235
FSHR 0.10+0.16 0.5166
LWW (kg) ADIPOQ 0.91£3.08 0.7686
FSHR 1.80+1.40 0.1979

1 WSI = weaning-to-first service interval, NBA = number of piglets born alive, LBW = litter
birth weight, NPW = number of piglets at weaning, and LWW = litter weaning weight.
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