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»Tendon and ligament injuries in performance horses are common, serious, and

costly (Ely 2009). Table 2. SNP significantly associated with feedlot performance traits Minor Het Major SNP Breed
Gene SNP ID Allele*  Genotype Genotype Genotype P-value P-value

Frequency® Frequency® Frequency?

' ' Traits
> A significant risk factor appears to be genetic (Welsh 2014). and genotypic frequencies
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injury have been described in humans (Maffulli 2013) and horses (Tully 2014) Frequency Frequency Frequency

Materials and Methods
» A population 42 Brahman and F1 Brahman steers born between 2009-2014.

»Six candidate genes TG, CAST, CAPN3, ADPIOQ, GH1 and IGF-1) were
selected for SNP genotyping.

»Growth, performance and carcass traits were fit as dependent variables and
breed, breed*snp, and SNP marker as independent variables.

> Sire was fit in the model as a random variable

Objective

The objective of the current study was to evaluate SNP’s located on six candidate
genes and their potential associations with growth, performance and carcass traits in a
population of Brahman and F-1 Brahman steers.

Results

»Multiple SNP from all six candidate genes were associated with growth
traits, feedlot performance and carcass traits

»Multiple SNP from all six candidate genes were associated with more than
one trait in the current study

Table 1. SNP significantly associated with growth traits and genotypic frequencies

Minor Het Major SNP Breed
Traits Gene SNP ID Allele Genotype Genotype Genotype P-value P-value
Frequency Frequency Frequency

Conclusions

»SNPs identified in the current study must be validated in larger, more diverse
populations prior to implementation into selection strategies.

»More SNPs and candidate genes must be evaluated to account for as much
variation as possible due to the complex nature of the currently evaluated

traits.

»Utilizing proper selection strategies extracted from current analyses has the
potential to benefit the Brahman breed through the early identification of fast
growing, efficient individuals that are genetically predisposed to yield high
quality carcasses.
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