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Genomic Parameters for Milk Yleld and Fat Yield
in a Multibreed Dairy Cattle Population in Central Thailand
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SNPs quality
On autosomes

within a map position
Call rate 2 90%

MAF 2 0.01

Sampling Blood DNA Extraction DNA preparation SNPs Genotyping Genomic SNPs Information ’

Posterior means and posterior standard deviations of variance ratios

and heritability for milk yield (MY) and fat yield (FY)

Trait
Variance ratios’
MY FY
VAGO / VGTot 0.50 (0.23) 0.48 (0.24)
HeritabilityGP 0.37 (0.12) 0.40 (0.16)

1 VAGO = additive genomic variances, VGTot = total genetic variances, HeritabilityGP = heritability from genomic-polygenic
model.

Phenotype

 Monthly records milk yield

and fat yield
* 600 first lactation cows

Data collection 56 farms located in Central parts
of Thailand

Checking Data Data collection
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