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Description of the program

Program edped isthe first of the st of programs that form the multibreed genetic
evaluation system. Its primary purpose is the generation of pedigree and edited data files
for amultibreed genetic evaluation.

Program edped creates pedigree and edited data files based on an error-free base file that
contains pedigree (animal, sire, dam, paternal grandsire, paternal granddam, maternal
grandsire, maternal granddam), breed composition (breed code, breed fraction)
information of an animal and its ancestors, production information (dates and
measurements) on a set of traits, and information on factors that may be used in the
genetic models for these traits (country, herd number, sex of calf, birth date, weaning
date, yearling date, management codes, etc).

The program edped allows for character identifications on an animal and its ancestors.
Character identifications are stored in the pedigree and data output files. Original animal
identification can be used by MREMLEM to produce readable lists of genetic predictions
without having to read the original workfiles. All animals are renumbered in sequential
order, and the same number for an animal is stored both in the pedigree and the edited
datafiles.

Breed fractions are recomputed according to the breeds to be considered for a particular
analysis. Thelast breed of each recomputed set of breed fractions will be “otha™ unless
all breeds areto be included in a multibreed genetic evaluation, and the initial set of
breedsisunique and does not include an “other” breed category.

The input data file must be sorted such that parentsprecede progeny. Theinput data
fileisread twice Inthefirst pass, the number of each factor used to construct a
contemporary group is counted. In thesecond pass, contemporary group numbers are
computed and added to the edited datafile.

Program edped is written in a modular fashion to facilitate additions and modifications.
It uses case contructs to define data sets. This makesit very easy to tailor this program to
handle new data sets. New data sets with their corresponding sets of editing rules can be
readily added to the program. The current version has specific modules for a multibreed
beef cattle data set (Angus-Brahman, UFL, USA) and for a multibreed dairy cattle data
set (Holstein-Brahman-Other Breeds, DPO, Thailand).



Batch File

The edped program is run from acommand window using batch file (xedpedsort.bat).
This batch file: 1) runs edped, 2) sorts the output pedigree file by parent, sex, and animal
number, 3) sorts the output cgdata file by contemporary group and sire, 4) copies
struct_pedigree file, struct_data file, pedigree, and cgdaa files to the current cset
directory, and 5) copies struct_pedigree file, strua_data file, and pedigree filesto the
current MREMLEM directory.

Xedpedsort.bat program for the 2001 Angus-Brahman genetic evaluation

@CHO OFF

REM xedpedsort. bat

REM Executes program that creates the pedigree and edited data files
REM for the MAB Genetic Evaluation System

REM Sorts output files for cset and MREMLEM

REM dir = c:\home\ pkg\ mbl cset s\ edped\ RunRel ease_MAB

copy c:\home2\pal ot\ MAB\ " Cal ves 1987-2002"\ CAFwor kfile_1987-2001-a.t xt
rem copy c:\home2\ pal ot\ MAB\" Cal ves 1987-2002"\Struct_Workfile_mab-ufl-a.txt

copy param mabped. param
copy CAFworkfile_1987-2001-a txt workfile
copy Struct_Workfile_mab-ufl-a.txt struct_workfile

c:\home\ pkg\ mbl cset s\ edped\ Debug\ edped %l %2 %3 %

copy out put mabpedo_all. 111601

copy temppedigree mabt empped_al |l . 111601

copy pedigree mabped_all. 111601

copy pedigree PEDI G

copy tempdata mabt empdata_all. 111601

copy cgdata mabcgdata_all. 111601

copy struct_pedigree_file struct_pedigree_file_mab_ufl
copy struct_data_file struct_data_file_mab_ufl

rem ###HBHEHSHBHHBHBHBHEHGHHURHBHEHSHH BB BHBHBH AR R B BRI BHHHH BB BHBHBHBHSH
rem Sort temppedigree file
copy c:\home\ pkg\ nbl csets\edped\ RunRel ease_MAB\t emppedi gree infile

rem #HERHHHHHHHHHBBRHHHHHHH BB BHHHHBHH BB BHHHBHSH BB B R HHHH SR BB BH
rem ### Sort

rem ### infile
rem ### by
rem ### [iparent:2-3],[isex: 5-6],[ianimal: 52-60]

rem ### ani mal nmodel
c:\home\srt\gsort\qgsort infile outfile /-1.2:2 /+1.5:2 /+1.52:9

copy outfile tenppedigree

FE@m ****kkkhkkhkkkkhhkhkkhhkhkh kkkkkhkkhhkkkkkkkkkkkk kk ok khk Kk ok kkk kK k kK kk %k * %

rem SORT 1: Pedigree File

rem IR RS RS EEEEEEEEEREEREEEREERESEEEEEREEEEEEEREEEEREEREEEEEIEEIEEI IS SRR ESES
rem write(unit=52,&

rem fm="(2(1x,i2), <numanped>(1x, a<maxcharid>, 1x,i12,1x,i9,, &

rem <numbr eedgeval >(1x,i3)))"')&

rem i ped(1, pedigsqn(1l)),iped(2, pedigsqn(l)), &

rem pedi gi d(1), pedigint(1), pedigsqgn(1l), &

rem brfrgeval (:,1), &

rem pedi gi d(i pedcode(2)), pedi gi nt (i pedcode(2)), pedi gsqgn(i pedcode(2)), &
rem brfrgeval (:,ipedcode(2)), &

rem pedi gi d(i pedcode(3)), pedi gi nt (i pedcode(3)), pedi gsqgn(i pedcode(3)), &



rem brfrgeval (:,ipedcode(3)), &

rem pedi gi d(i pedcode(4)), pedi gi nt (i pedcode(4)), pedi gsqgn(i pedcode(4)), &
rem brfrgeval (:,i pedcode(4)), &

rem pedi gi d(i pedcode(5)), pedi gi nt (i pedcode(5)), pedi gsgn(i pedcode(5)), &
rem brfrgeval (:,i pedcode(5))

FEM *¥HFF Ak ok k ok ok ok ok ok kA Kk kA Kk kA K A KA K R KKK IR A KA IR A KA KA KKK AX K IR K I Fh R Kk * Kk ok *

copy c:\home\pkg\ nmbl cset s\ edped\ RunRel ease_MAB\ mabped_all . 111601 infile
rem copy infile mabped_all. 111601

rem #HHH#RHHHHHBRBHARHHHAB BB HH AR BB RHARHHH ARG RBHAHHHH A BRI AR BHHAHBH AR B RBHH
rem ### Sort

rem ### infile
rem ### by
rem ### [iparent:2-3],[isex: 5-6],[ianimal: 52-60]

rem ### ani mal model
c:\home\srt\gsort\gsort infile outfile /-1.2:2 /+1.5:2 /+1.52:9

move outfile mabped_all.111601.i par-isex-sire
copy mabped_all.111601.i par-i sex-sire pedigree
copy mabped_all.111601.i par-i sex-sire PEDI G

del infile

FEM | FF Ak k ok kA ok kA kA kA A K KA KI KKK KA KA KK AKX KKK KA K I R K I AKX KK XK KKK X Kk x*

rem ! Wite output data file with hys for Step 3 ===> connectedness
rem! (and wi thout herd, year, season, and other irrelevant fields)
rem!**************~k***************************~k**************************
rem write(unit=62,fm="(<numanped>(1x,i 8, &

rem <numbr eedgeval >(1x,i3)), &

rem <numwrintfields>(1x,i8), &

rem <maxnumcg>(1x,i5), &

rem <numtraits>(1x,i5))"')&

rem (pedi gsqgn(i pedcode(i)), brfrgeval (:, (i pedcode(i))),i=1, numanped), &
rem wrintfields,icg,trait

FEM | FxhFkhkk ok k ok hkk kA Kk kKK kA KA KR KK A KK R A KR A KR A KKK KK R KK AR KKk KKk Kk k kkk ok Kk k%

rem ### Copy
copy c:\home\ pkg\ nmbl cset s\ edped\ RunRel ease_mab\ mabcgdata_all. 111601 infile

rem #HHHHHHHHHBBHHHHBHHH BB BB HBHHHBHH BB RHHHHHH SRR BRI AR BBHHHBH SRR B BBHH
rem ### SAME SORT (icg,iqgs) FOR ALL MODELS (animal, sire-mgs, sire) ###
rem #H#HHHHHHHSHHHHBHYBHHHBHBEHHBHHGBHHBUH BB H YR BH G B HH B BH IR G BHH B RH G BHH SRR BH
rem ### Sort

rem ### infile

rem ### by

rem ### icg[ibc:683-687],iqs[sire:45-52]
rem ##t#

c:\home\srt\qgsort\gsort infile outfile /+1.683:5 /+1.45:8

rem Trick to elim nate "~" caused by running gsort !!!
c:
cd \home\ pkg\ mbl cset s\ edped\RunRel ease_mab

move outfile mabcgdata_all.111601.cg-sire
del infile

rem HH#HHHHHBBRBHHHHBRBRBHHHBHHHHHBBRBHHHH BB BB BB HHH BB BB HRBRBHHHHH BB BB HHH BB BB B HHHH
rem *** copy files to c:\hone\pkg\mbl csets\cset\RunRel ease_mab\ ***

e HHHHHHHABBHHHHHHA BB HHHHHHHHHH R BB HHH A BB HAHHHH AR BB HH B R R HHH R BB R HHHHHH BB HHHHH
rem ### PEDI GREE FI LES

copy mabped_all. 111601 c:\home\ pkg\ mbl cset s\ cset\ RunRel ease_mab\
copy mabped_all.111601.i par-isex-sire c:\home\pkg\ mbl csets\cset\RunRel ease_mab\
copy pedigree c:\home\ pkg\ mbl cset s\ cset\ RunRel ease_mab\
copy PEDIG c:\home\ pkg\ mbl cset s\ cset\ RunRel ease_mab\
copy struct_pedigree_file_mab_ufl c:\home\ pkg\ mbl cset s\ cset\ RunRel ease_mab\

rem ### DATA FILES



copy mabcgdata_all. 111601 c:\home\ pkg\ mbl cset s\cset\ RunRel ease_mab\
copy mabcgdata_all.111601.cg-sire c:\home\ pkg\ mbl cset s\cset\ RunRel ease_mab\
copy struct_data_file_mab_ufl c:\home\ pkg\ mbl cset s\ cset\ RunRel ease_mab\
rem #H#HHHHHBBRHHHHHRBBHHHHHBHHHHH BB B HAHHH AR AR A HHHH BB B HR BB HHH AR BB R HHHH BB BB HHHHH

rem #H#H#HBEHEHEHGHHHHBHBHEHEHESEHEHEREHE U EH R R AR U HBHGUG R BH AR HBHBHH BB
rem *** copy files to c:\hone\pkg\nmrem em2001\ RunRel ease_mab\ ***

rem #H#H#HBEHEHEHGHHHHBHBHEHEHESEHEHEREHEUH R EH R R RS U R HB UG HH R AR H RS HS BB
copy mabped_all.111601.i par-isex-sire c:\home\pkg\nmem em2001\ RunRel ease_mab\

copy PEDIG c:\home\ pkg\ nreml em2001\ RunRel ease_mab\
copy struct_pedigree_file_mab_ufl c:\home\ pkg\ nreml em2001\ RunRel ease_mab\
copy struct_data_file_mab_ufl c:\home\ pkg\ nreml em2001\ RunRel ease_mab\

rem #HH#HHHHHHBRBHAHHHHHH BB HHBHBHAAHHHHH BB B BHAHHH BB H R R HRAHHHH BB R BHAHHHHHH

Input Files: param
struct_workfile
workfile

Input File 1: param.

The parameter file (mabped.param) can include lines containing explanatory sentences
before entering each set of parameters. Each set of explanatory lines must be preceded
by the line: 'begin headings, and must be ended with the line: 'end headings.

Param file for the 2001 Angus-Brahman genetic evaluation

'begin headings'
' READ [1a] TITLES
'xxx ANGUS- BRAHMAN MULTI BREED GENETI C EVALUATI ON SYSTEM * **!'
'*** PEDI GREE FI LE AND DATA FI LE W TH SEQUENTI AL NUMBERS ***'
'**% | nput Files: mabped. par am
! CAFwor kfile_1987-2001-a.txt"
'**%% QOutput Files: mabpedo_all.103001'
! mabt empped_al | . 103001"
mabped_all . 103001'
! mabt empdat a_al | . 103001
! mabcgdata_all.103001'

‘end headings'

begi n headi ngs'

READ [ 1b] DATA SET NAME'

‘end headings'

mab-ufl"’

'begin headings'

' READ [ 2] PARAMETERS'

maxani m = maxi mum # animals in workfile'

"mbuinf = 15 -> DO **NOT** CHANGE THI S VALUE (Defined in iproglimfrom MREMLEM)'
! = max nunmber of pieces of information needed per bull for G inverse'

‘numcountries = number of countries represented in workfile'
"maxnumexpsires = maxi mum number of experi mental sires'
"maxani m mbuinf numcountries maxnumexpsires'

' *** SEPARATED BY SPACES ***'
'end headings'
40000 15 1 200
begi n headi ngs'
' READ [ 2a] PARAMETERS'
"num dped = # id per animal and its ancestors in the pedigree file (PEDI G)'
num ddat = # id per animal and its ancestors in the data file (LCSET)"
num dped num ddat’
' ***% SEPARATED BY SPACES ***'



end headi ngs'
3 2
'begin headings'
' READ [ 2b] PARAMETERS'
maxnumbreed = number of breeds in workfile'
maxbreedani m = maxi mum nunmber of breeds represented in an ani mal'

'numbreedgeval = number of breeds in the output pedigree and data files'
'idenbf = denom nator of breed fractions'

‘numtraits = number of traits in workfile’

‘maxnumbreed maxbreedani m numbreedgeval idenbf numraits’

' *** SEPARATED BY SPACES ***'
end headi ngs'
2 2 2 32 19
begi n headi ngs'
'READ [2c] Number of columns (integer, character, contgrps in workfile)'
num ntfields = # integer fields in workfile'
"numcharfields = # character fields in wofkfile'
‘nunrelevint = # relevant integer fields for MREMLEM modeling’

‘numdatuptrt = # dates and unprocessed traits in workfile'
‘maxnumuptrt = maxi mum # unprocessed traits per date’
"num ntfields nuncharfields nunrelevint numdat uptrt maxnumuptrt'

' *** SEPARATED BY SPACES ***'
end headi ngs'
162 6 15 21 3
'begin headings'
'READ [3] kdfyr Istyr'

khkkhkkkhkkhkkkhkkhk Ak kkkkkhkkk Ak kA k kA kkk ok kkkkkkkk kk ok k kA kA kkkh kA k kkkkkkkkkkkkkkkkk k k& %1

"kdfyr = year of birth of the oldest calves in the data set'
Istyr = year of birth of the youngest calves in the data set'

EE R R R R I R X

‘end headings'
1987 2010
begi n headi ngs'
READ [3a] Location of relevant integer elements (nunrelevint) in |INPUT
! vector infields (workfile), put -1 if new el ement’
' *¥** SEPARATED BY SPACES ***'
"*** CAN MODI FY COLUMN 2 ONLY !l **x
'*** DO NOT CHANGE COLUMNS 1 AND 3 (USED BY edped I N THE ORDER BELOW !!! ***
end headi ngs'
1 1 ' YEARSET cal f'

2 44 'TRP PreWan calf'
3 46 'Birth Date calf’
4 59 'Sex calf'

5 61 'SUR PreWan calf'
6 62 ' DZDAT calf’

7 63 'RFD calf'

8 65 ' CASDAT calf'

9 64 'New Sex calf’

10 104 ' Weaning Date calf'
11 112 ' TRP PostWean cal f'
12 134 ' TRP PostYearl calf’

13 160 ' Slaughter Date calf'

14 -1 ' YEARSET dam

15 -1 'Birth Date dam
'begin headings'

' READ [ 3b]

'maxnumcg = # contemporary groups to be constructed'

'numcgfactors(j) = # factors per contenmporary group:

‘loccgfactor(i,j) = location of cgfactors in OUTPUT vector wrintfields'

** For output data files: tenmpdatafile and cgdata **'
' *** SEPARATED BY SPACES ***'

'end headings'’

2 "maxnumcg’

2 1 ' YEARSET cal f'
4 'Sex calf'

3 1 ' YEARSET cal f*'
9 'New Sex calf'

2 'TRP PreWean cal f'
begi n headi ngs'
' READ [3c] Location of unprocessed dates and wei ghts, and possibly other traits’
'(numdatuptrt), where other traits = heights, scores (e.g., CS, FS, OS, NS)'



' *** SEPARATED BY SPACES ***'
'*** CAN MODI FY COLUMNS 2,3 AND 5 ONLY !l *xx*!
'**%* DO NOT CHANGE COLUMNS 1, 4, AND 6 (USED BY edped I N THE ORDER BELOW !!! *=*x'
'**% Columns: numdat numuptrt | ocdate namdate |ocuptrt namuptrt ***'
‘end headings'
1 3 46 ' BDATE ' 60 ' BWI'

156 ' DATE17' 157 'Wri7'
158 ' FI DATE' 159 ' FI WrI"'
21 1 160 'SLDATE' 161 'SLWI'
begi n headi ngs'
' READ [ 4] maxnumbreed BREED CODES AND BREED NAMES'
' *** SEPARATED BY SPACES ***'
‘end headings'
1 ' ANGUS' ' BOS TAURUS'
2 ' BRAHMAN' ' BOS | NDI CUS'
'begin headings'
' READ [5] numbreedgeval BREED CODES AND BREED NAMES'
' *** SEPARATED BY SPACES ***'
'‘end headings'’
1 ' ANGUS' ' BOS TAURUS'
2 ' BRAHMAN' ' BOS | NDI CUS'
'begin headings'
' READ [ 6] LOCATI ON OF PEDI GREE NUMBERS, BREED FRACTIONS (intfields vector),"
! JPEDCODES, AND PED GREE NAMES'
'jpedcode = ancestor information AVAILABLE in workfile (iancped)'’
' *** SEPARATED BY SPACES ***'
'**% CODE = 0 (ZERO) I F AN ANCESTOR IS **NOT** PRESENT IN THE DATA FILE **=*'

53 ' Al GLEN'
57 ' CEase'
2 1 66 ' DATEL1 67 ' Wr1'
3 1 71 ' DATE2 72 " Wr2'
4 1 76 ' DATE3 ' 77 " Wr3'
5 1 81 ' DATE4 ' 82 ' Wr4'
6 1 87 ' DATES 88 ' WI5'
7 1 92 ' DATE6 ' 93 ' WI6'
8 1 98 ' DATE7 99 'Wr7'
9 1 104 'WDATE ' 105 ' WaT'
10 1 115 ' DATE8 ' 116 ' WI8'
11 1 120 ' DATE9 ' 121 ' Wr9'
12 1 125 ' DATE10' 126 ' Wrio'
13 1 130 'DATE11' 131 'wrizu'
14 1 135 ' DATE12' 136 'Wriz'
15 1 144 ' DATE13' 145 'Wrig’
16 1 149 ' DATE14' 150 ' Wri4'
17 1 151 ' DATE15' 152 ' Wris'
18 1 154 ' DATE16' 155 ' Wrie'
1
1

'*** Colums: idloc brfrl brfr2 jpedcode(i) ipedname(i) ***'
'‘end headings'’

2 0 0 0 ' ANI MAL EXPERI MENTAL NUMBER'

3 6 7 1 ' ANI MAL( CODE=1)"'

10 12 13 2 ' S| RE( CODE=2)"

18 21 22 3 ' DAM( CODE=3)'

0 0 0 0 ' PATERNAL GRANDSI RE( CODE=4)'

0 0 0 0 ' PATERNAL GRANDDAM( CODE=5) "'

25 27 28 6 ' MATERNAL GRANDSI RE( CODE=6)"

29 31 32 7 ' MATERNAL GRANDDAM( CODE=7)"
'begin headings'
'READ [7] LOCATION OF TRAITS IN VECTOR trait'
' *** SEPARATED BY SPACES ***'
'*** Colums: trait codes and trait names'
'end headings'’
1 ' GESTATI ON LENGTH'
2 ' Bl RTH WEI GHT'
3 ' WEANI NG WEI GHT 205D’
4 ' PWG 205D TO 365D
5 'PWG 205D TO 550D
6 ' PWG 365D TO 550D
7 ' WEI GHT 365D
8 ' WEI GHT 550D
9 ' SLAUGHTER AGE'
10 'WI GAI' N BI RTH-100D'



11" GAI'N 100D-200D'

Wr
12 'Wr GAI'N 200D- 300D
13 'WIr GAIN 300D-400D
14 'WIr GAIN 400D-500D
15 ' WEI GHT 100D
16 ' WEI GHT 200D
17 ' WEI GHT 300D
18 ' WEI GHT 400D

WEI

19 GHT 500D
' begin headings'
' READ [ 8] COUNTRY CODES AND COUNTRY NAMES'
' *** SEPARATED BY SPACES ***'
‘end headings'
1 ' USA

Input File 2: struct_workfile.

Thisfile contains the structure of the edited base file (workfile). It was developedin a
spreadsheet than in atext editor, and then stored as a comma-delimited text file
(struct_workfile).

Struct_workfile for the 2001 Angus-Brahman genetic evaluation

'begin headings'

Thkkhkhk khhkhhk khkhkkkhk khkkhk khhkkk khhhkk khhhk khhhhk khkhhh khhhdk khkhhd khkkhk khhkhk khhhk khdhx khhhx '
'STRUCTURE OF THE ANGUS-BRAHMAN MULTIBREED WORKFILE'
'Column #Char_Int Variable#,Column NameFORTRAN Type,Format,Variable TypeMaxNumSub,Denominator,Char_Int
Output File,Column N ame'

Thkkhkkhhk khkkkhkhk khkkhkhk khhkhk khhkhkk khhhk khhhhk khhhhk khhdhk khhkhd khhhk khhhk khhhk khdhhk *hhhdk khhkkx !
‘end headings'

1,1,'YEAR SET calf',"integer','i4','subclass',40,1,1,'YEARSE T calf’
2,2/EXPNUM bull','integer','i4','su bclass',400,1,1,'EX PNU M b ull’

3,1 REG NUM bull','character’,'al0','subclass',400,1,1,'REG N UM bull'
4,2'ASSOC bull','character','a4','subclass',20,1,1,’A SSO C bulll'

5,3/BULL NAME','charader','a2','subclass',400,1,1,BULL NAME'
6,4,MATG FORM bullname','character','al4','subclass',400,1,1, MATG FORM bullname'
7,3,"CALF number','integer','i8','subclass',4000,1,0,' CAL F number"’

8,4,'SHR calf',"integer','il','subclass',4,1,0,'SHR calf'

9,5,'CG calf','integer','il','regression',6,32,0,'CG calf'

10,6,'AN calf','integer','i2','regression',1,32,0,AN calf’

11,7,'BR calf','integer','i2','regression',1,1,0,'BR calf’

12,8,'CUL DAT calf','integer','i6','regression’,1,1,0,,CULD AT calf’

13,9,'CUC calf','integer','i2','subclass',16,1,0,'CUC calf’

14,10,'SIRE num ber','integer','i8','subclass',400,1,0,'SIRE num ber"'

15,11,'SG sire','integer',i1','subclass' 6,1,0,' SG sire'

16,12,'AN sire','integer','il','regression',1,32,0,'AN sire'

17,13,'BR sire','integer','i1','regression’' 1,32,0,'BR sire'

18,14,"MATE number','integer’,'i8','subclass',400,1,0,'MATE number"’
19,15,"M G mate','integer','il','subclass',6,1,0,'"M G mate'

20,16,"AN mate','integer','i2''regression',1,32,0,"AN mate'

21,17,'BR mate',"integer','i2' /regression',1,32,0,'BR mate'

22,5/MATE NAME",'character',al4''subclass' 400,1,0,,MATE NAME'
23,18, DAM ' integer','i8', subclass ,4000,1,0,'DAM’

24,19,'SHR dam','integer’,"il', subclass',4,1,0, SHR dam’

25,20,'DG dam'/intege',il,'subclass',6,1,0,DG dam'

26,21,'AN dam',intege''i2,'regression',1,32,0, AN dam’

27,2,'BR dam'/intege',i2,'regression' 1,32,0,BR dam'

28,23,'CULDAT dam',"integer','i6', regression',1,10,'/CULDAT dam'
29,24,'CUC dam'intege',i3,'subclass',50,1,0, CUC dam'

30,25,"M GS number','integer','i8','subclass',400,1,0,'M GS number*
31,26,'M G mgs','integer','i1','subclass' 6,1,0,M G mgs'

32,27,'AN mgs','integer',"i2','regression',1,32,0,'AN mgs'

33,28,'BR mgs','integer','i2','regression’,1,32,0,'BR mgs'

34,29,"MGDA M number','integer','i8','subclass',4000,1,0,,M GD AM number"
35,30,DDG mgd','integer'il','subdass',6,1,0,'DDG mgd"'



36,31,AN mgd','integer'i2','regression',1,32,0,'/AN mgd'
37,32/BR mgd','integer',i2','regression',132,0,'BR mgd'

38,33'AI1IDAT' 'integer','i6',regression',1,1,0,' A1 IDAT"'
39,34,'INS1''integer',il','subclass',4,10,'INS1’
40,35'AI2DAT''integer',"i6','regression’,1,1,0,'A1 2DAT"
41,36,'INS2','integer',il','subclass',4,10,' I NS2'
42,37,'AI3DAT','integer',"i6','regression’,1,1,0,'A13DAT'
43,38,'INS3','integer',il','subclass',4,10,'INS3'

44,39,'CBNum ber','integer','i8','subclass',240,1,1,'CBNum ber’
45,40, CBGroup',integer','il’','subclass',6,1,0,'/CBGroup’

46,6, CBNAME','charader','al4','subclass',240,1,0, CBNAME'
47A41/CB IN'/integer',i6',regression',1,1,0,'CB IN'

48,42,'CB OUT','intege','i6,regression',1,1,0,'CB OUT'
49,43,"EXP number','integer','i4','subclass',60,1,0,'EXP num ber’
50,44,'TRP number','integer','i4','subclass',60,1,0, TRP number’
51,45'CONDAT'/integer','i6','Tegression',1,1,0,, CONDAT"
52,46,'BDA TE calf','integer','i6','regression’',1,1,1,'"BDA TE calf’
53,47,'GLA 1 calf','integer','i3','regression’,1,1,0,'GLA1 calf’
54,48,'GLA 2 calf',"integer','i3','regression’,1,1,0,'GLA2 calf"
55,49,'GLA 3 calf',"integer','i3','regression’,1,1,0,'GL A3 calf'
56,50, M X GLNS calf','integer','i3','regression',1,1,0,'M XGL NS calf'
57,51,'DG dam'/intege’',il,'subclass’,6,1,0, DG dam'

58,52,'"M G mgs','integer','i1','subclass' 6,1,0,M G mgs'

59,53,'AIGL EN calf','integer','i3','regression’,1,1,1,"AIGLEN calf'
60,54, Al_NSindicator','integer','il','subclass',3,1,0,'Al_NSindicator’
61,55,'NSG LEN calf','integer','i3','regression',1,1,0,,NSGLEN calf'
62,56,'CALF number’,'integer','i8','subclass',4000,1,0,'CALF number’
63,57,'CEase','integer’,'il','subclass',4,1,1,'CEase'
64,58,'NCalves','integer','"il",'subclass',3,1,1,'NCalves'

65,59,'SEX calf','integer','il’,'subclass',2,1,1,"SEX calf'

66,60,'BW T calf',"integer','i3','regression',1,1,1,'BWT calf'
67,61,'SUR calf','integer','i2','subclass',16,1,1,' SUR calf'
68,62,'DZD AT calf','integer','i6','regression',1,1,1,'DZD AT calf’
69,63,'RFD calf','integer','i2','subclass',16,1,1,'RFD calf'
70,64,'NSX calf','integer','il','subclass',3,1,1,'NSX calf’
71,65,'CASDAT calf','integer','i6','regression',1,1,1,'CASDA T calf’
72,66, DAT E1 calf','integer','i6','regression’,1,1,1,'DAT E1 calf'
73,67,'WT 1 calf',"integer','i3",'regression',1,1,1,"WT1 calf’
74,68,'BL 1 calf','integer','i1','subclass',2,1,0,'BL 1 calf’

75,69, FAT 1 calf','integer','i1','subclass',2,1,0,/FAT1 calf’
76,70,'RBA 1 calf','integer','il','subclass',2,1,0,'RBA1 calf'
77,71,'DAT E2 calf',"integer','i6','regression’,1,1,1,'DAT E2 calf’
78,72,'WT 2 calf',"integer','i3','regression’',1,1,1,"WT2 calf'
79,73,'BL 2 calf','integer','i1','subclass',2,1,0,'BL 2 calf'

80,74,'FAT 2 calf','integer','il','subclass',2,1,0,' FAT2 calf'
81,75,'RBA 2 calf','integer','il','subclass',2,1,0,'RBA2 calf'
82,76,'DAT E3 calf','integer','i6','regression',1,1,1,'DAT E3 calf'
83,77,'WT 3 calf',"integer','i3",'regression’,1,1,1,"WT3 calf’
84,78,'BL 3 calf','integer','i1','subclass',2,1,0,'BL 3 calf’

85,79,'FAT 3 calf','integer','i1','subclass',2,1,0,/ FAT 3 calf’
86,80,'RBA 3 calf',"integer','il','subclass',2,1,0,'RBA3 calf’
87,81,'DAT E4 calf','integer','i6','regression',1,1,1,'DAT E4 calf'
88,82,"WT 4 calf','integer','i3','regression’,1,1,1,'WT4 calf’
89,83,'HHT 410 in calf','integer','i3','regression',1,1,0,'HHT 410 in calf’
90,84,'BL 4 calf','integer','i1','subclass',2,1,0,'BL 4 calf'

91,85,'FAT 4 calf',"integer','il','subclass',2,1,0,' FAT4 calf’
92,86,'RBA 4 calf','integer','il','subclass',2,1,0,'RBA4 calf'
93,87,'DAT E5 calf','integer','i6','regression’,1,1,1,'DAT E5 calf'
94,88,'WT 5 calf','integer',"i3','regression',1,1,1,"WT5 calf'
95,89,'BL5 calf','integer','i1','subclass',2,1,0,'BL5 calf’

96,90,'HHT 510 in calf','integer"','i3','regression',1,1,0,,HHT 510 in calf'
97,91,'RBA 5 calf',"integer','i1','subclass',2,1,0,'RBA5 calf'
98,92,'DAT E6 calf','integer','i6','regression',1,1,1,'DAT EB6 calf'
99,93,'WT 6 calf','integer','i3','regression’',1,1,1,"WT6 calf’
100,94,'BL & cs6 calf','integer’,'il’,'subclass',6,1,0,'BL & cs6 calf’
101,95,'FAT&fs6 calf','integer','il','subclass',6,1,0,' FAT & fs6 calf’
102,96,'RBA &ns6 calf','integer','i1','subclass',6,1,0,'RB A& n s6 calf'
103,97,'MG T& hs6 calf','integer','il','subclass',6,1,1, MGT& hs6 calf'
104,98,'DA TE7 calf','integer','i6','regression',1,1,1,'DA TE7 calf'
105,99,'WT 7 calf','integer','i3','regression',1,1,1,WT7 calf’'



106,100,'BL 7 calf','integer','i1','subclass',2,1,0,'BL 7 calf’

107,101,'FA T7 calf',"integer','i1','subclass',2,1,0,"FAT 7 calf"

108,102,'RB A7 calf',"integer','i1','subclass',2,1,0,'RBA 7 calf’

109,103,'M GT7 calf','integer','il','subclass',6,1,1,'M GT7 calf'

110,104,"W DAT E calf',"integer','i6','regression’,1,1,1,"WDA TE calf'
111,105,W WT calf','integer','i3','regression',1,1,1,WWT calf'
112,106,WHHT10in calf','integer','i3','regression',1,1,1,WHH T10 in calf’
113,107,WCS',"integer',il','subdass',6,1,1,WCS'

114,108'WFS' 'integer',il','subdass',6,1,1,"WFS'

115,109,/ WOS','integer'/il','subdass'6,1,1,WOS'

116,110/ WNS','integer',il','subdass',6,1,1,"WNS'

117,111EXP _PW calf','integer','i2','subclass',60,1,1,'EXP_PW calf’
118,112,'TR P_PW calf',"integer','i4','subclass',60,1,1,' TRP_P W calf’
119,113,'DA TEIN_PW calf','integer','i6','regression’',1,1,1,'DATEIN _PW calf'
120,114,'DATOUT _PW calf','integer','i6','regression’',1,1,1, DATOU T_PW calf’
121,115,'DA TE8 calf','integer','i6','regression',1,1,1,'DA TE8 calf’
122,116,"W T8 calf',"integer','i3','regression',1,1,1,'WT8 calf’

123,117,'BL &hht810 calf','integer','i3','regression’,1,1,0,'BL & hh t810 calf"
124,118,'FA T&cs8 calf','integer','il','subclass',6,1,0,' FAT & cs8 calf'
125,119,'RB A8 calf','integer','i1','subclass',2,1,0,'RBA 8 calf’

126,120,'DA TE9 calf','integer','i6','regression',1,1,1,'DA TE9 calf’
127,121,'W T9 calf',"integer','i3','regression’,1,1,1,'WT9 calf’

128,122,'BL 9 calf','integer','i1','subclass',2,1,0,'BL 9 calf’

129,123,'FA T9 calf',"integer','i1','subclass',2,1,0,"FAT 9 calf"

130,124,'RB A9 calf',"integer','i1','subclass',2,1,0,'RBA 9 calf’

131,125,'DA TE10 calf','integer','i6','regression',1,1,1,'DA TE10 calf’
132,126,"W T10 calf',"integer','i3','regression’,1,1,1,"WT 10 calf'
133,127,'BL 10 calf','integer','i1','subclass',2,1,0,'BL 10 calf’

134,128,'FA T10 calf',"integer','i1','subclass',2,1,0,' FAT 10 calf"
135,129,'RB A10 calf',"integer','i1','subclass',2,1,0,'RBA 10 calf’
136,130,'DA TE11 calf','integer','i6','regression',1,1,1,'DA TE11 calf’
137,131,W T11 calf',"integer','i3','regression',1,1,1,"WT 11 calf'
138,132,'BL & hht1110 calf','integer','i3','regression’',1,1,0,'BL & h ht1110 calf’
139,133,'FA T&csl1 calf','integer','i1l','subclass',6,1,0,'FAT& csl1 calf'
140,134,'RB A& mtxpll calf','integer','il','subclass',60,1,0,'RBA & mtxp11 calf'
141,135,'DA TE12 calf','integer','i6','regression',1,1,1,'DA TE12 calf*
142,136,"W T12 calf','integer','i3','regression',1,1,1,'WT 12 calf’
143,137,'BL 12 calf','integer','i1','subclass',2,1,0,'BL 12 calf’

144,138,'FA T12 calf','integer','il','subclass',2,1,0,' FAT 12 calf’
145,139,'RB A12 calf','integer','il','subclass',2,1,0,'RBA 12 calf'

146,140,'K P 12 calf',"integer','i2','subclass',12,1,0,'K P12 calf’

147,141,'PE N12 calf','integer','i2','subclass',10,1,0,' PEN 12 calf’
148,142,"M S910_12 calf',"integer','i2','regression’',1,1,0,'M S910_12 calf'
149,143,"HH 910_12 calf',"integer',"i3",'regression’',1,1,0,'HH 910_12 calf'
150,144,'DA TE13 calf','integer','i6','regression',1,1,1,'DA TE13 calf’
151,145,"W T13 calf',"integer','i3','regression’',1,1,1,"WT 13 calf'
152,146,'BL 13 calf','integer',"i1','subclass',2,1,0,'BL 13 calf’

153,147,'FA T13 calf',"integer','i1','subclass',2,1,0,' FAT 13 calf'
154,148,'RB A13 calf',"integer','i1",'subclass',2,1,0,' RBA 13 calf’
155,149,'DA TE14 calf','integer','i6','regression',1,1,1,'DA TE14 calf’
156,150,'W T 14 calf','integer','i3','regression',1,1,1,'WT 14 calf'
157,151,'DA TE15 calf','integer','i6','regression',1,1,1,'DA TE15 calf’
158,152,"W T15 calf','integer','i3','regression',1,1,1,'"WT 15 calf
159,153,'Vit D_15 calf','integer','i1','subclass',3,1,1,' Vit D_15 calf’
160,154,'DA TE16 calf','integer','i6','regression',1,1,1,'DA TE16 calf'
161,155,"W T16 calf','integer','i3','regression',1,1,1,"WT 16 calf"
162,156,'DA TE17 calf','integer','i6','regression',1,1,1,'DA TE17 calf'
163,157,"W T17 calf','integer','i3','regression',1,1,1,"WT 17 calf'
164,158,'FINALDATE calf','integer','i6','regression',1,1,1,'"FINALD ATE calf'
165,159,'FINALW T calf',"integer','i3','regression',1,1,1,"FINAL WT calf’
166,160,'SL D ATE calf','integer','i6','regression',1,1,1,'SL DATE calf'
167,161,'SL W T calf',"integer',"i3",'regression',1,1,1,'SL WT calf'
168,162, YEA RSET calf','integer','i4','subclass',40,1,1,"YEAR SET calf'

Input File 3: workfile.
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The base data file must be corrected for erroneous information before using it as input
file (workfile) for programedped. If necessary, some editing commands can be added to
edped, however, thistype of editing should be kept to aminimum. The main editing of
the input data file done in edped is aimed at recoding, rearrangement, and addition of
new elements.

The input data file must be sorted such that parentsprecede progeny. Beef cattle daa
files could be sorted by calf birth date, and animal identification. Dairy cdtle data could
be sorted by female birth date, animal identification, and lactation number.

Sample of recordsfrom Angus-Brahman multibreed workfile

YEARSET, EXPNUM, REG NUM, ASSCC, "BULL NAME", "' MATI NG
FORMS" , CALF, SHR, CG, AN, BR, CULDAT, CUC, SI RE, SG, AN, BR, MATE, M5, AN, BR, " MATE
NAME" , DAM, SHR, DG, AN, BR, CULDAT, CUC, MGS, MG, AN, BR, MGDAM, DDG AN, BR, Al 1DAT, | NS, Al 2DAT, | NS, Al 3DA
T, I NS, CBN, CBG, "CBNAME",CB IN, CB
OUT, EXP, TRP, CONDAT, BDATE, GLAL, GLA2, GLA3, MXGLNS, DG, MG, Al GLEN, Al _NS, NSGLEN, CALF, CE, NC, SEX, BW
T, SUR, DZDAT, RFD, NSX, CASDAT, DATE1, WI, BL, FAT, RBA, DATE2, WT, BL, FAT, RBA, DATE3, WT, BL, FAT, RBA, DAT
E4, W', HHT10 i n, BL, FAT, RBA, DATE5, WI, BL, HHT10
i n, RBA, DATEG6, WI, BL&cs, FAT&f s, RBA&ns, MGT&hs, DATE7, WI, BL, FAT, RBA, MGT, WDATE, WAT, HHT10
in, CS, FS, OS, NS, EXP, TRP, DATEIN, DATOUT, DATES8, WI', BL&10hht , FAT&cs, RBA, DATE9, WI, BL, FAT, RBA, DATE
10, WT, BL, FAT, RBA, DATE11, WT, BL&hht 10, FAT&cs, RBA&nt xp, DATEL2, WI, BL, FAT, RBA, KP, PEN, MS910, HH91
0, DATE13, Wr, BL, FAT, RBA, DATELl4, WI, DATE1S5, WT, Vi t
D, DATE16, WI, DATE17, WI', FI NALDATE, FI NALWT, SL DATE, SL WTI, YEARSET, BULL NAME, MATI NG FORM, MATE
NAME, CBNAME
1900,0,,, "J K PINE TAR", "",10362604,,1,32,0,,,6834245,1,32,0,,,,,
*",0,,1,382,0,,,0,1,32,0,0,1,32,0,,,,,,,,,
e
S s, 1900, 3 K PINE TAR
1900,0,,, """, "",9000014,,6,20,12,,,0,6,20,12,,,,,
*",0,,6,20,12,,,0,6,20,12,0,6,20,12,,,,,,,,,
e
S s, 1900
1900,0,,, "", "",68442952,,1,32,0,,,0,1,32,0,,,,, "",0,,1,382,0,,,0,1,32,0,0,1,32,0,,,,,,,,,
e
S, 1900
1900,0,,, "", "",7640000,,5,0,32,,,0,5,0,32,,,,, "",0,,50,32,,,0,5,0,32,0,5,0,32,,,,,,,,,
e
S s, 1900
1900, 0,,, "PINE DRIVE BI G SKy", "",6834245,,1,32,0,,,0,1,32,0,,,,,
*",0,,1,32,0,,,0,1,32,0,0,1,32,0,,,,,,,,,
e
S asa s, 1900, PINE DRI VE BI G SKY
i900,0,,, "*, "",5670200,,5,0,32,,,0,5,0,32,,,,, "",0,,5,0,32,, 5,0,32,0,5,0,32,,,,,,,,,
e
S, 1900
i900,0,,, "*, "",5150000,,5,0,32,,,0,5,0,32,,,,, "",0,,5,0,32,, 5,0,32,0,5,0,32,,,,,,,,,
e
S s, 1900
1900, 0,,, ", "",5111000,,6,20,12,,,0,6, 20,12,,
*",0,,6,20,12,,,0,6,20,12,0,6,20,12,,,,,,,,,
e
S s, 1900
i900,0,,, "*, "",5000000,,6,20,12,,,0,6,20,12,,
"",0,,6,20,12,,,0,6,20,12,0,6,20,12,,,,,,,,,
e
S, 1900
1900, 0,,, ", "",4520000,,6,20,12,,,0,6, 20,12,,
*",0,,6,20,12,,,0,6,20,12,0,6,20,12,,,,,,,,,
e
S s, 1900
1900,0,,, "", "",4400000,,5,0,32,,,0,5,0,32,,,, ,50,32,,,0,5,0,32,0,5,0,32,,,,,,,,,

s L L s s s

Vs s sy, 1900

o

o

o



1900, 0, ,

"EMULOUS PRI DE 135",

"“",0,1,82,0,,,0,1,32,0,0,1,32,0,,,,,,,,,

IR

IR

1900, 0, ,
“",0,,6,

PRI

1900, 0, ,

IR IR R

1900, 0, ,

"",3824229

1900, 0, ,

IEEREREE]

1900, 0, ,

IEEREENEN]

1900, O, ,

1900, O, ,

IEEREEEE]

1900, O, ,

1900, 0, ,
1900, 0, ,

[EERERNEN]

1900, 0, ,

1900, 0, ,

IR IR R

Output Files:

Output File 1:

'
"
)
'
Vo
)
Vo
'
"
)
, 3
Vo
'
"
)
'
'
"
)
Vo
'
)
Vo
Vo
)
'
'
)
Vo
Vo
)
'
'
"
)
'
'
"
)
'
Vo
"
)
'
'

saaa s, 1900, EMULOUS PRI

"",4285112,,1,32,0,,,

4000000, , 6,20,12,,,0,6,20,12,,,,,
,,0,6,20,12,0,6, 20,

",3870140,,1,32,0,

16

IR A R B R R R IR BRI

, 3864114, , 2,24, 8,
,16,,,0,5,0,32,0,

I I R A R R R I BN R}

, 3856515, , 5,0, 32,

P R R R R RN R BRI

, 3850506, , 5,0, 32,

3840047,,1,32,0,
3830394,,5,0, 32,
3830378,,5,0, 32,

",3820225,,5,0, 32,

PR R R R R R R RN R BRI

,3820212,,1,32,0,

I I R A R R R I BN R}

3810193,,1,32,0,

3810140,,1,32,0,

I I R A R R R I BN R}

output

12, ...,

[ I AR R R A

.., 1900
0,1,32,0,,

)
)
)
)
1
)
)

’

, 1900

3800047, 1,

32,0,,,

, 1900

0,5,0,32,

[ EE R

, 1900

0,5,0,32,

, 1900
0,1, 32,

, 1900

0,

0,5,0, 32,

IR

, 1900

0,5,0, 32,

, 1900

0,5,0,32,,

[ EE R

, 1900
0,1,32,
, 1900
0,1,32,
, 1900
0,1,32,

[ EE R

, 1900

[
[
o

32,

o
[
o
o
PR
o
PR
PR
PR
o
[
[
PR
[
PR
PR
PR
[

0,,

struct_pedigree file

struct_data file
pedigree

cgdata

output

0,1,32,0,,

DE

PRI

135

[ R R

1, 32,0,

50,32,

PRI

50,32,

1, 32,0,

5,0,32,

1, 32,0,

Ty

1, 32,0,

1, 32,0,

Ty

Ta

Ty

,0,1,32,0,

,0,5,0,32,

Ta

,0,5,0,32,

. 0,1,32,0,

,0,5,0, 32,

Ta

,0,5,0, 32,

. 0,5,0,32,

Ty

,0,1,32,0,

Ty

,0,1,32,0,

Tr oy

,0,1,32,0,

Ty

Ty g

0,1,32,0,

0,5,0,32,

0,5,0,32,

0,1,32,0,

0,5,0,32,

0,5,0,32,

0,5,0,32,

Ty

0,1,32,0,

Ty

0,1,32,0,

PR A R

0,1,32,0,

Ty

Printout of the edped computer run. It contains transcripts of files param and

struct_workfile, and samples of intermediate steps of edped (used for error diagnostics

purposes).

Sample of the output file from the 2001 Angus-Brahman genetic evaluation

READ [ 1a]

TITLES

*** ANGUS- BRAHMAN MULTI BREED GENETI C EVALUATI ON SYSTEM ***

12



13

*** PEDI GREE FI LE AND DATA FILE W TH SEQUENTI AL NUMBERS ***
*** | nput Files: mabped. param

CAFwor kfile_1987-2001-a.txt
**%* Qutput Files: mabpedo_all. 103001

mabt empped_all. 103001

mabped_al | . 103001

mabt empdata_al | . 103001

mabcgdata_all. 103001

READ [ 1b] DATA SET NAME

mab- uf |

READ [ 2] PARAMETERS

maxani m = maxi mum # animals in workfile

mbui nf = 15 -> DO **NOT** CHANGE THI S VALUE (Defined in iproglimfrom MREMLEM)
= max number of pieces of information needed per bull for G inverse

numcountries = number of countries represented in workfile
maxnumexpsires = maxi mum number of experimental sires
maxani m mbui nf numcountries maxnumexpsires
**%* SEPARATED BY SPACES ***
maxani m mbui nf numcountries maxnumexpsires
40000 15 1 200

READ [ 2a] PARAMETERS
num dped = # id per animal and its ancestors in the pedigree file (PEDIG)
num ddat = # id per animal and its ancestors in the data file (LCSET)
num dped num ddat
*** SEPARATED BY SPACES ***

num dped num ddat

3 2

READ [ 2b] PARAMETERS
maxnumbreed = number of breeds in workfile
maxbreedani m = maxi mum number of breeds represented in an ani mal

numbr eedgeval = nunmber of breeds in the output pedigree and data files
i denbf = denom nator of breed fractions
nuntraits = number of traits in workfile
maxnumbreed maxbreedanim numbreedgeval idenbf numraits
*** SEPARATED BY SPACES ***
maxnumbr eed maxbreedanim numbreedgeval i denbf nuntraits

2 2 2 32 19
READ [2c] Number of columns (integer, character, contgrps in workfile)
num ntfields = # integer fields in workfile
nuncharfields = # character fields in wofkfile
nunrelevint = # relevant integer fields for MREMLEM modeling

numdatuptrt = # dates and unprocessed traits in workfile
maxnumuptrt = maxi mum # unprocessed traits per date
num ntfields numcharfields nunrelevint numdatuptrt maxnumuptrt
*** SEPARATED BY SPACES ***
num ntfields numcharfields nunr el evi nt numdat uptrt maxnumuptrt
162 6 15 21 3

READ [ 3] kdfyr Istyr
T OTTTTTTTYTOTTTYTYTTTTTE
kdfyr = vyear of birth of the oldest calves in the data set
I'styr = year of birth of the youngest calves in the data set
KAk Kk kKK K Kk K Ak K Kk Kk kK kK Ak kK kK Kk Kk kA kK Ak kK kKK KAk KKk kK kKK kA kK Ak KKk Kk KAk Kk kK kK Kk kK
first cafyr last cafyr
1987 2010
READ [3a] Location of relevant integer elements (nunrelevint) in |NPUT
vector infields (workfile)
*** SEPARATED BY SPACES ***

*** CAN MODI FY COLUMN 2 ONLY !!l *=x*
location number el ement

1 1 YEARSET cal f

2 44 TRP PreWean cal f

3 46 Birth Date calf

4 59 Sex calf

5 61 SUR PreWean cal f

6 62 DZDAT cal f

7 63 RFD cal f

8 65 CASDAT cal f

9 64 New Sex calf

10 104 Weaning Date calf

11 112 TRP PostWean cal f

12 134 TRP PostYearl calf

13 160 Slaughter Date calf

14 -1 YEARSET dam

15 -1 Birth Date dam
READ [ 3b]
maxnumcg = # contemporary groups to be constructed
numcgfactors(j) = # factors per contemporary group:
loccgfactor(i,j) = location of cgfactors in OUTPUT vector wrintfields

** For output data files: tempdatafile and cgdata **
**%* SEPARATED BY SPACES ***



Number of contenporary groups to be constructed (maxnumcg) 2
cg numcgfactor loccgfactor(i,j) namecgfactor(i,j)
1 2 1 YEARSET cal f
4 Sex calf
2 3 1 YEARSET cal f
9 New Sex calf

2 TRP PreWean cal f
READ [3c] Location of unprocessed dates and wei ghts, and possibly other traits
(numdatuptrt), where other traits = heights, scores (e.g., CS, FS, OS, NS)
**%* SEPARATED BY SPACES ***

**%* CAN MODI FY COLUMNS 2,3 AND 5 ONLY !l *=*x
*** DO NOT CHANGE COLUMNS 1, 4, AND 6 (USED BY edped IN THE ORDER BELOW !!! *=x*
*** Columns: numdat numuptrt |ocdate namdate |ocuptrt namuptrt =***
date # # traits col date col trait
1 3 46 BDATE 60 BWI
53 Al GLEN
57 CEase
2 1 66 DATEl 67 Wri
3 1 71 DATE2 72 Wr2
4 1 76 DATE3 77 Wr3
5 1 81 DATE4 82 Wr4
6 1 87 DATES 88 WI5
7 1 92 DATE6 93 WIe
8 1 98 DATE? 99 Wr7
9 1 104 WDATE 105 WwT
10 1 115 DATES 116 Wr8
11 1 120 DATE9 121 Wro
12 1 125 DATE1l0 126 Wrio
13 1 130 DATE1l1l 131 Wri1
14 1 135 DATE12 136 Wriz
15 1 144 DATE13 145 Wri3
16 1 149 DATE1l4 150 Wri4
17 1 151 DATE1S5 152 Wris
18 1 154 DATELl6 155 Wr16
19 1 156 DATE17 157 Wri7v
20 1 158 FI DATE 159 FIwWr
21 1 160 SLDATE 161 SLWr

READ [4] maxnumbreed BREED CODES AND BREED NAMES
*** SEPARATED BY SPACES ***

ibrcode(i) ibrname(1,i) ibrname(2,i)
1 ANGUS BOS TAURUS
2 BRAHMAN BOS | NDI CUS

READ [5] numbreedgeval BREED CODES AND BREED NAMES
*** SEPARATED BY SPACES ***

jbrcode(i) jbrname(1,i) jbrname(2,i)
1 ANGUS BOS TAURUS
2 BRAHMAN BOS | NDI CUS

READ [ 6] LOCATI ON OF PEDI GREE NUMBERS, BREED FRACTIONS (intfields vector),
JPEDCODES, AND PEDI GREE NAMES

j pedcode = ancestor information AVAILABLE in workfile (iancped)

*** SEPARATED BY SPACES ***

*** CODE = 0 (ZERO) I F AN ANCESTOR | S **NOT** PRESENT IN THE DATA FILE ***

*** Columns: idloc brfrl brfr2 jpedcode(i) i pedname(i) ***
id|oc brfri brfr2 jpedcode(i) ipedname(i)
2
3 6 7 1 ANI MAL( CODE=1)
10 12 13 2 S| RE( CODE=2)
18 21 22 3 DAM( CODE=3)
25 27 28 6 MATERNAL GRANDSI RE( CODE=6)
29 31 32 7 MATERNAL GRANDDAM( CODE=7)

READ [ 7] LOCATION OF TRAITS IN VECTOR trait
*** SEPARATED BY SPACES ***

*** Colums: trait codes and trait names
itrtcode(i) itrtname(i)

GESTATI ON LENGTH

Bl RTH WEI GHT

WEANI NG WEI GHT 205D
PWG 205D TO 365D
PWG 205D TO 550D
PWG 365D TO 550D
WE| GHT 365D

WEI GHT 550D
SLAUGHTER AGE

WTI' GAI' N BI RTH- 100D
WTI' GAI'N 100D- 200D
WTI' GAI' N 200D- 300D
WTI' GAI' N 300D- 400D
WI' GAI'N 400D- 500D
WEI GHT 100D

WEI GHT 200D

WEI GHT 300D

0NN WNBR

PR RPRRPRPRRPPPR
N U WNRE O ©
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18 WEI GHT 400D

19 WEI GHT 500D
READ [ 8] COUNTRY CODES AND COUNTRY NAMES
**%* SEPARATED BY SPACES ***
countrycode countryname

1 USA

(readparam mab_ufl) | NPUT PARAMETERS FOR cset

numanped numbreedgeval numwrintfields maxnumcg nuntraits numwrcharfields
5 2 59 2 19 1

BWI cont grp WAT cont grp

80 81
locsire | ocmgs
6 14

Akkkkkkkkkkkkkhkkkhkhkhkhkhkkkkkhkhkhkhkhkhkhkhkkkhkhkkkkkkkhkh ok kk h ok hk ok %k % k % % %

STRUCTURE OF THE ANGUS- BRAHMAN MULTI BREED WORKFI LE

Col umn #, Char _I nt Variable #, Coluim Name, FORTRAN Type, For mat, Vari able Type, MaxNumSub, Denom

Akkkkkkkkkkkhkhkkkhkkkhkhkhkkkkkhkkkkkhkhkhkhkhkhkkkhkkkhkkkkkk ok kk h ok h ok k& k% k % % % %

1 1 YEARSET cal f integer i4 subcl ass 40

2 2 EXPNUM bul | integer i4 subcl ass 400

3 1 REG NUM bul | character alo subcl ass 400

4 2 ASSOC bul | character a4 subcl ass 20

5 3 BULL NAME character a26 subcl ass 400

6 4 MATG FORM bul | name character al4 subcl ass 400

7 3 CALF number integer i8 subcl ass 4000

8 4 SHR cal f integer il subcl ass 4

9 5 CG cal f integer il regression 6
10 6 AN cal f integer i2 regression 1
11 7 BR cal f integer i2 regression 1
12 8 CULDAT cal f integer i6 regression 1
13 9 CUC cal f integer i2 subcl ass 16
14 10 SI RE number integer i8 subcl ass 400
15 11 SG sire integer il subcl ass 6
16 12 AN sire integer il regression 1
17 13 BR sire integer il regression 1
18 14 MATE number integer i8 subcl ass 400
19 15 MG mat e integer il subcl ass 6
20 16 AN mat e integer i2 regression 1
21 17 BR mate integer i2 regression 1
22 5 MATE NAME character ala subcl ass 400
23 18 DAM integer i8 subcl ass 4000
24 19 SHR dam integer il subcl ass 4
25 20 DG dam integer il subcl ass 6
26 21 AN dam integer i2 regression 1
27 22 BR dam integer i2 regression 1
28 23 CULDAT dam integer i6 regression 1
29 24 CUC dam integer i3 subcl ass 50
30 25 MGS number integer i8 subcl ass 400
31 26 MG mgs integer il subcl ass 6
32 27 AN mgs integer i2 regression 1
33 28 BR mgs integer i2 regression 1
34 29 MGDAM number integer i8 subcl ass 4000
35 30 DDG mgd integer il subcl ass 6
36 31 AN mgd integer i2 regression 1
37 32 BR mgd integer i2 regression 1
38 33 Al 1DAT integer i6 regression 1
39 34 I NS1 integer il subcl ass 4
40 35 Al 2DAT integer i6 regression 1
41 36 1 NS2 integer il subcl ass 4
42 37 Al 3DAT integer i6 regression 1
43 38 | NS3 integer il subcl ass 4
44 39 CBNumber integer i8 subcl ass 240
45 40 CBGroup integer il subcl ass 6
46 6 CBNAME character al4 subcl ass 240
47 41 CB IN integer i6 regression 1
48 42 CB OUT integer i6 regression 1
49 43 EXP number integer i4 subcl ass 60
50 44 TRP number integer i4 subcl ass 60
51 45 CONDAT integer i6 regression 1
52 46 BDATE cal f integer i6 regression 1
53 47 GLAl cal f integer i3 regression 1

w w
NNRPRRPRPRPNNRPRPRRRERRR

w w
-

w
N -

32
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133
134

GLA2 cal f
GLA3 cal f
MXGLNS cal f
DG dam

MG mgs

Al GLEN cal f
Al _NS indicator
NSGLEN cal f
CALF number
CEase

NCal ves

SEX cal f

BWI cal f

SUR cal f
DZDAT cal f
RFD cal f

NSX cal f
CASDAT cal f
DATE1 cal f
Wri1 cal f

BL1 calf
FAT1 cal f
RBA1 cal f
DATE2 cal f
Wr2 cal f

BL2 calf
FAT2 cal f
RBA2 cal f
DATE3 cal f
Wr3 cal f

BL3 cal f
FAT3 cal f
RBA3 cal f
DATE4 cal f
Wr4 cal f
HHT410 in calf
BL4 cal f
FAT4 cal f
RBA4 cal f
DATES5 cal f
Wrs cal f

BL5 cal f
HHT510 in calf
RBA5 cal f
DATE6 cal f
Wré cal f
BL&cs6 cal f
FAT&f s6 cal f
RBA&ns6 cal f
MGT&hs6 cal f
DATE7 cal f
Wr7 cal f

BL7 cal f
FAT7 cal f
RBA7 cal f
MGT7 cal f
WDATE cal f
WAT cal f
WHHT10 in calf
WCS

WFS

WOSs

WNS
EXP_PW cal f
TRP_PW cal f
DATEI N_PW cal f
DATOUT_PW cal f
DATES8 cal f
Wr8 cal f
BL&hht 810 cal f
FAT&cs8 cal f
RBA8 cal f
DATE9 cal f
Wr9 cal f

BL9 cal f
FAT9 cal f
RBA9 cal f
DATE10 cal f
Wr10 cal f
BL10 cal f
FAT10 cal f

nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger
nteger

PFPRWORFPRPWORFPOWDODDIEMNRREPRPRPOWORRPRPEPOODRPRPRPEPREPOORPORWORRPRPOWORPRPROWORRPREPOORRPREPODIORNON®WRRREOWR®WRER WW W

regression
regression
regression
subcl ass
subcl ass
regression
subcl ass
regression
subcl ass
subcl ass
subcl ass
subcl ass
regression
subcl ass
regression
subcl ass
subcl ass
regression
regression
regression
subcl ass
subcl ass
subcl ass
regression
regression
subcl ass
subcl ass
subcl ass
regression
regression
subcl ass
subcl ass
subcl ass
regression
regression
regression
subcl ass
subcl ass
subcl ass
regression
regression
subcl ass
regression
subcl ass
regression
regression
subcl ass
subcl ass
subcl ass
subcl ass
regression
regression
subcl ass
subcl ass
subcl ass
subcl ass
regression
regression
regression
subcl ass
subcl ass
subcl ass
subcl ass
subcl ass
subcl ass
regression
regression
regression
regression
regression
subcl ass
subcl ass
regression
regression
subcl ass
subcl ass
subcl ass
regression
regression
subcl ass
subcl ass

400

[

i

o o
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135 129 RBA10 cal f integer il subcl ass 2
136 130 DATE11 cal f integer i6 regression 1
137 131 Wri1l cal f integer i3 regression 1
138 132 BL&hht 1110 cal f integer i3 regression 1
139 133 FAT&cs1l1l cal f integer il subcl ass 6
140 134 RBA&mt xpll cal f integer il subcl ass 60
141 135 DATE12 cal f integer i6 regression 1
142 136 Wri2 cal f integer i3 regression 1
143 137 BL12 calf integer il subcl ass 2
144 138 FAT12 cal f integer il subcl ass 2
145 139 RBA12 cal f integer il subcl ass 2
146 140 KP12 cal f integer i2 subcl ass 12
147 141 PEN12 cal f integer i2 subcl ass 10
148 142 MS910_12 cal f integer i2 regression 1
149 143 HH910_12 cal f integer i3 regression 1
150 144 DATE13 cal f integer i6 regression 1
151 145 Wri3 cal f integer i3 regression 1
152 146 BL13 cal f integer il subcl ass 2
153 147 FAT13 cal f integer il subcl ass 2
154 148 RBA13 cal f integer il subcl ass 2
155 149 DATE14 cal f integer i6 regression 1
156 150 Wri4 cal f integer i3 regression 1
157 151 DATE15 cal f integer i6 regression 1
158 152 Wris cal f integer i3 regression 1
159 153 Vit D_15 calf integer il subcl ass 3
160 154 DATE16 cal f integer i6 regression 1
161 155 Wri6 cal f integer i3 regression 1
162 156 DATE17 cal f integer i6 regression 1
163 157 Wri7 cal f integer i3 regression 1
164 158 FI NALDATE cal f integer i6 regression 1
165 159 FI NALWT cal f integer i3 regression 1
166 160 SL DATE cal f integer i6 regression 1
167 161 SL Wr cal f integer i3 regression 1
168 162 YEARSET cal f integer i4 subcl ass 40

(proctraits) numwrintfields 59 1 3
(proctraits) numwrintfields 59 2 2
(proctraits) numwrintfields 59 3 32521
(proctraits) numwrintfields 59 4 2
(proctraits) numwrintfields 59 5 1
(proctraits) numwrintfields 59 6 0
(proctraits) numwrintfields 59 7 0
(proctraits) numwrintfields 59 8 0
(proctraits) numwrintfields 59 9 2
(proctraits) numwrintfields 59 10 32757
(proctraits) numwrintfields 59 11 41
(proctraits) numwrintfields 59 12 0
(proctraits) numwrintfields 59 13 0
(proctraits) numwrintfields 59 14 1980
(proctraits) numwrintfields 59 15 29221
(proctraits) numwrintfields 59 16 0
(proctraits) numwrintfields 59 17 36
(proctraits) numwrintfields 59 18 279
(proctraits) numwrintfields 59 19 1
(proctraits) numwrintfields 59 20 0
(proctraits) numwrintfields 59 21 0
(proctraits) numwrintfields 59 22 24
(proctraits) numwrintfields 59 23 54
(proctraits) numwrintfields 59 24 54
(proctraits) numwrintfields 59 25 75
(proctraits) numwrintfields 59 26 95
(proctraits) numwrintfields 59 27 107
(proctraits) numwrintfields 59 28 137
(proctraits) numwrintfields 59 29 150
(proctraits) numwrintfields 59 30 186
(proctraits) numwrintfields 59 31 205
(proctraits) numwrintfields 59 32 236
(proctraits) numwrintfields 59 33 255
(proctraits) numwrintfields 59 34 236
(proctraits) numwrintfields 59 35 255
(proctraits) numwrintfields 59 36 275
(proctraits) numwrintfields 59 37 260
(proctraits) numwrintfields 59 38 0
(proctraits) numwrintfields 59 39 0
(proctraits) numwrintfields 59 40 360
(proctraits) numwrintfields 59 41 259
(proctraits) numwrintfields 59 42 388
(proctraits) numwrintfields 59 43 257

(proctraits) numwrintfields 59 44 415

PRRPPRPRPRRPPPRRPPRPRRPPEPRPRPRPEPRPRPRREPRPRPRRERREPRRPERRRERER
PRPRPRPRPPPRPRRPPPRPOOORPRFPOOOOOOORRLROOOLRERO



(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)

(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)

(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)
(proctraits)

nunwr i
nunwr i
nunwr i
nunwr i
nunwr i
nunmwr i
numwr i
numwr i
nunwr i
nunwr i
nunwr i
nunmwr i
numwr i
numwr i
nunwr i

ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi
ntfi

el
el
el
el
el
el
el
el
el
el
el
el
el
el
el

N
(4]
N
~
(4]

ol
w
OO0 0000000000 O0OOo

Unprocessed ages and wei ghts for calf
j 1 wtages(j)
wt ages(j)
wt ages(j)
wt ages(j)

Traits for
GESTATI ON LENGTH

Bl RTH WEI GHT

WEANI NG WEI GHT 205D
PWG 205D TO 365D
PWG 205D TO 550D
PWG 365D TO 550D

wt ages(j)

wt ages(j)

wt ages(j)
9 wt ages(j)
10 wtages(j)
11 wtages(j)
12 wtages(j)
13 wtages(j)
14 wtages(j)
15 wtages(j)
16 wtages(j)
17 wtages(j)
18 wtages(j)
19 wtages(j)
20 wtages(j)
21 wtages(j)

cal f,

WEI GHT 365D
WEI GHT 550D
SLAUGHTER AGE
N BI RTH- 100D

WI GAI
WI GAI
WI GAI
WI' GAI
WI GAI
WEI GHT
WEI GHT
WEI GHT
WEI GHT

N 100D- 200D
N 200D- 300D
N 300D- 400D
N 400D- 500D

100D
200D
300D
400D
500D

intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi
intfi

el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el
el

2
3
4
5 wtages(j)
6
7
8

0

0
24
54
95
137
186
236
236
275

360
388
415

O OO OoOOoOo

i count

1 1j 60
1 1j 67
I 1j 72
I 1j 77
I 1j 82
I 1j 88
I 1j 93
I 1j 99
I 1j 105
I 1j 116
I 1j 121
I 1j 126
I 1j 131
I 1j 136
I 1j 145
I 1j 150
I 1j 152
I 1j 155
I 1j 157
I 1j 159
I 1j 161
1000

1 trait(i)
2 trait(i)
3 trait(i)
4 trait(i)
5 trait(i)
6 trait(i)
7 trait(i)
8 trait(i)
9 trait(i)

10 trait(i)
11 trait(i)
12 trait(i)
13 trait(i)
14 trait(i)
15 trait(i)
16 trait(i)
17 trait(i)
18 trait(i)
19 trait(i)

1 3
2 5
3 32520
4 2
5 1
6 0
7 0
8 0
9 2
10 32756
11 41
12 0
13 0
14 1982
15 29951
16 0
17 41
18 284
19 1
20 0
21 0
22 25

i count

ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel
ntfiel

105

29

111
216
219
248

ds(!
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds(|I
ds (I
ds(|I
ds(|I
ds(|!
ds(|I
ds(|I
ds(|I
ds(|I

1000
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)
1j)

[N

PR R RRPR

36

54

107
150
205
255
255
260

259
257
275

=l el
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(proctraits) numwrintfields 59 23 80

(proctraits) numwrintfields 59 24 55
(proctraits) numwrintfields 59 25 104
(proctraits) numwrintfields 59 26 96
(proctraits) numwrintfields 59 27 141
(proctraits) numwrintfields 59 28 138
(proctraits) numwrintfields 59 29 180
(proctraits) numwrintfields 59 30 187
(proctraits) numwrintfields 59 31 225
(proctraits) numwrintfields 59 32 236
(proctraits) numwrintfields 59 33 284
(proctraits) numwrintfields 59 34 236
(proctraits) numwrintfields 59 35 284
(proctraits) numwrintfields 59 36 276
(proctraits) numwrintfields 59 37 278
(proctraits) numwrintfields 59 38 0
(proctraits) numwrintfields 59 39 0
(proctraits) numwrintfields 59 40 361
(proctraits) numwrintfields 59 41 286
(proctraits) numwrintfields 59 42 389
(proctraits) numwrintfields 59 43 273
(proctraits) numwrintfields 59 44 416
(proctraits) numwrintfields 59 45 282
(proctraits) numwrintfields 59 46 0
(proctraits) numwrintfields 59 47 0
(proctraits) numwrintfields 59 48 0
(proctraits) numwrintfields 59 49 0
(proctraits) numwrintfields 59 50 0
(proctraits) numwrintfields 59 51 0
(proctraits) numwrintfields 59 52 0
(proctraits) numwrintfields 59 53 0
(proctraits) numwrintfields 59 54 0
(proctraits) numwrintfields 59 55 0
(proctraits) numwrintfields 59 56 0
(proctraits) numwrintfields 59 57 0
(proctraits) numwrintfields 59 58 0
(proctraits) numwrintfields 59 59 0

Output File 2: struct_pedigree_file

Struct_pedigree file from the 2001 Angus-Brahman genetic evaluation

begi n headi ngs

AR R O O R I O I A I R I R R I R I R R I
' STRUCTURE OF THE MULTI BREED ANGUS- BRAHMAN PEDI GREE FI LE

' LOCATI ON NAME OF EFFECT TYPE MAXNUMSUB DENOM NATOR

I R R R R R R R ]

end headi ngs'

1 ' Parent I ndicator ' 'subclass ' -1 1
2 ' Sex I ndicator ' 'subclass ' -1 1
3 ' Charact ldent Animal' 'subclass ' -1 1
4 "I ngeger Ident Animal' 'subclass ' -1 1
5 ' Seq Number Ani mal ' 'subclass -1 1
6 '"Fractn Br 1 Ani mal ' '"regression’ 1 32
7 "Fractn Br 1 Ani mal ' 'regression' 1 32
8 ' Charact ldent Sire ' 'subclass ' -1 1
9 "l ngeger ldent Sire ' 'subclass ' -1 1
10 'Seq Number Sire ' '"subclass ' -1 1
11 "Fractn Br 1 Sire ' '"regression’ 1 32
12 "Fractn Br 1 Sire ' 'regression' 1 32
13 ' Charact ldent Dam ' 'subclass ' -1 1
14 ‘"I ngeger |dent Dam ' '"subclass ' -1 1
15 ' Seq Number Dam ' 'subclass -1 1
16 "Fractn Br 1 Dam ' 'regression’ 1 32
17 "Fractn Br 1 Dam ' 'regression’ 1 32
18 ' Charact |dent Mgs ' '"subclass ' -1 1
19 "l ngeger |dent Mgs ' "subclass ' -1 1
20 ' Seq Number Mgs ' 'subclass -1 1
21 '"Fractn Br 1 Mgs ' 'regression' 1 32
22 "Fractn Br 1 Mgs ' 'regression’ 1 32



23 '
24 '
25
26
27

Output File 3:

Struct_pedigree filefrom the 2001 Angus-Brahman genetic evaluation

Charact |dent Mgd
I ngeger |dent Mgd

' Seq Number Mgd
'"Fractn Br 1 Mgd

Fractn Br 1 Mgd

"begin headings

R R R R R R R R R R R

' STRUCTURE OF THE EDI TED MULTI BREED ANGUS- BRAHMAN DATA FI LE'
MAXNUMSUB DENOM NATOR RENUMBER

' LOCATI ON

NAME OF EFFECT

subcl ass
subcl ass

'subcl ass
'regression'

regression

struct_data_file

TYPE

-1
-1
-1

NN R R

R R I R R R R R X R R

"end headi ngs'

©

=
N

=
w

=
(6]

=
©

W w w N NN
N P O 0 ~N o

w
(6]

IN
o

IN
=

IN
IS

N
[ee]

[0
= O

"I nt Number Anima

Seq Number Ani ma
Fractn Br 1 Ani mal

"Fractn Br 2 Ani mal
"Int Number Sire
'Seq Number Sire
'Fractn Br

1 Sire
Fractn Br 2 Sire
I nt Number Dam

' Seq Number Dam
'Fractn Br 1 Dam

Fractn Br 2 Dam
I nt Number Mgs
Seq Number Mgs
Fractn Br 1 Mgs

'Fractn Br 2 Mgs
"Int Number Mgd

Seq Number Mgd
Fractn Br 1 Mgd

'Fractn Br 2 Mgd
' YEARSET cal f
'TRP PreWean calf
'"Birth Date calf
' Sex calf

' SUR PreWean cal f

DZDAT cal f

RFD cal f

CASDAT cal f

New Sex cal f
Weani ng Date calf
TRP Post Wean cal f
TRP Post Yearl calf

' Sl aughter Date calf
' YEARSET dam

Birth Date dam

' AGEO cal f
' BWI cal f

Al GLEN cal f

' CEase

AGEl cal f
Wr1 cal f

" AGE2 cal f
'"Wr2 cal f

AGE3 cal f
Wr3 cal f

' AGE4 cal f
'Wr4 cal f

AGE5 cal f

'"WI5 cal f

AGE6 cal f
Wré cal f

" AGE7 cal f

'subcl ass

subcl ass
regression’

'regression'
'subcl ass
'subcl ass
'regression'

regression’
subcl ass '

'subcl ass
'regression'

regression’
subcl ass '
subcl ass
regression’

‘regression'
'subcl ass

subcl ass
regression’

‘regression'
'subcl ass
'subcl ass
‘regression'
'subcl ass
'subcl ass

regression’
subcl ass '
regression’
subcl ass '
regression’
subcl ass '
subcl ass
regression’

'subcl ass

regression’

'regression'
'regression'

regression’

'subcl ass

regression’
regression’

'regression'
'regression'

regression’
regression’

'regression'
'regression'

regression’

'regression'

regression’
regression’

'regression'

PR RPRRRPRRPRRPRREPRPRRERLRARERER

w w w w w w w w w w
PNNRPRPNNRPRPNNRPRPNNRRPRNNRR

PRPRPPRPRPRPRPRPRPRPRPRPRPREPREPRPRPRPRPRPREPREPREPREPREPREPRPRLRRLRERER
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hash
hash

hash
hash

hash

hash

hash
hash

hash

hash

renum
renum

renum
renum

renum

renum

renum
renum

renum

renum

20



53 "WIr7 cal f
54 ' AGEE cal f
55 "WAT cal f
56 ' AGE8 cal f
57 'Wr8 cal f
58 " AGE9 cal f
59 "Wr9 cal f
60 ' AGE10 cal f
61 "Wr1io0 cal f
62 " AGE11l cal f
63 '"Wri1 cal f
64 " AGE12 cal f
65 '"Wri2 cal f
66 ' AGE13 cal f
67 "Wri3 cal f
68 ' AGE14 cal f
69 '"Wri4 cal f
70 ' AGE15 cal f
71 '"Wris cal f
72 ' AGE16 cal f
73 "Wri6 cal f
74 ' AGE17 cal f
75 "Wri7 cal f
76 " FI NAL AGE cal f
77 " FI NALWTI cal f
78 'SL AGE cal f
79 '"SL WT calf
80 ' BWI cont grp
81 "WWTI cont grp
82 ' GESTATI ON LENGTH
83 ' Bl RTH WEI GHT
84 ' WEANI NG WEI GHT 205D '
85 ' PWG 205D TO 365D
86 ' PWG 205D TO 550D
87 ' PWG 365D TO 550D
88 " WElI GHT 365D
89 ' WEI GHT 550D
90 ' SLAUGHTER AGE
91 "WI' GAI' N BI RTH- 100D
92 "WI GAIN 100D- 200D
93 Wl GAI N 200D- 300D
94 WI' GAI N 300D- 400D
95 "WI' GAI'N 400D- 500D
96 ' WEI GHT 100D
97 ' WEI GHT 200D
98 ' WEI GHT 300D
99 ' WEI GHT 400D

100 ' WEI GHT 500D

101 ' Charact |dent Animal

Output File4:  pedigree
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Actual, intermediate integer, sequential integer numbers, breed codes, and breed fractions
for all animals and its ancestors.

Sample of the output file from the 2001 Angus-Brahman genetic evaluation

1

1 "WR MR. SUVA 203

32 "

0 0

12

32 "

20 "

12 20

299021

263561

66

67

0

0

12

0

32 v

0

32 "

20 "

12

20 "



1

16

32

20

1 " BRI NKS NEW UPDATE 589A2

16 "

"3949133

16 "

"3939046
0"

"3939043

16 "

" BRANGUS 2001

12 "

" CNF- PL- DAYTONA 722D2

12 "

"HARDEE PATRI OT 0/ 60

12

" CHAPMAN 2001

32 "

"MR ST CYR
32 "

"JCC SUGAR
32 "
"1980172
o
"1970081

0"

"3 B MR SUVA 239/8

32 "

"LITTLE CREEK RANCH 1999

12 "

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

| MPERATOR 60

0 0
0

LOX ESTO 735

0 0
0

0 0
0

0 0
0

0 0
0

0 0
0

0 0

20

20

20

32

20
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74
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83
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85
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16

24

20
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32 0"
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16 "
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32 "
0 32
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0 32
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32 "
0 32
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20 12 "
12"
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0o 20 12" " 0 0 20 12"
" 0 0 20 12
1 1 "HD CAROLINA SUN 605 YW " 138 86 20 12 "
" 0 0o 20 12" " 0
0o 20 12" " 0 0 20 12"
" 0 0 20 12
1 1 "WHS MADHYO ESTO 542/8 " 137 87 0o 32"
" 0 0 0o 32" " 0
0 0o 32" " 0 0 0 32"
" 0 0 0 32
1 1 "PARTIN 1999 " 136 88 0o 32"
" 0 0 0o 32" " 0
0 0o 32" " 0 0 0 32"
" 0 0 0 32
1 1 "JDH MR MANSO 526/9 " 135 89 0o 32"
" 0 0 0o 32" " 0
0 0o 32" " 0 0 0 32"
" 0 0 0 32
1 1 "BRINKS NORRI'S 479M " 132 90 8 24"
" 0 0 0o 32" " 0
0 16 16 " " 0 0 32 0"
" 0 0 0 32
1 1 " SEXTON- CRANE " 130 91 24 8 "
" 0 0 32 (VI " 0
0 16 16 " " 0 0 32 0"
" 0 0 0 32
1 1 "1970110 " 129 92 32 o "
" 0 0 32 0" " 0
0 32 (U " 0 0 32 0"
" 0 0 32 0
1 1 "RHF MUCHO 5499-6011 " 128 93 32 0"
" 0 0 32 (U " 0
0 32 (VI " 0 0 32 o "
" 0 0 32 0
1 1 "RA TRAVELER 600 " 127 94 32 0
" 0 0 32 (U " 0
0 32 (VI " 0 0 32 o "
" 0 0 32 0
1 1 "SPRING COVE TRUE VALUE " 126 95 32 0"
" 0 0 32 (VI " 0
0 32 (U " 0 0 32 0"
" 0 0 32 0
1 1 "BAR GS EMPEROR DI DOR 135 " 125 96 0o 32"
" 0 0 0o 32" " 0
0 0 32" " 0 0 0 32"
" 0 0 0 32
1 1 "3969126 " 123 97 8 24"
" 0 0 0o 32" " 0
0 16 16 " " 0 0 32 0"
" 0 0 0 32
1 1 "6-925 " 120 98 24 8 "
" 0 0 32 (VI " 0
0 16 16 " " 0 0 32 0"
" 0 0 0 32

Output File 5: cgdata

Edited datafile containing sequentially numbered animals and their ancestors, d ements
from the input datafile, newly created elements, contemporary groups, traits, and
character elements.

Sample of cgdata file for the Angus-Brahman genetic evaluation

3876102 202 0 32 2000000 59 0 32 3800039 201 0 32
3777715 38 0 32 3760612 200 0 32 1 1 31897
2 1 0 0 0 2 32040 0 0 0



1980 29221 0 38 0 0 0 0 0

0 0 0 0 0 0 0 0 0
143 125 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 2 8 0 38 163

0 0 0 0 61 0 0 0 0 99 0 0 0

3876101 205 0 32 2000000 59 0 32 3830350
3770723 40 0 32 3760635 203 0 32 1 1

1 1 0 0 0 3 32040 0 0
1983 30316 0 39 0 0 0 0 0

0 0 0 0 0 0 0 0 0
146 159 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 1 15 0 39 207

0 0 0 0 82 0 0 0 0 121 0 0 0

3876099 209 0 32 2000000 59 0 32 3730339
3690074 207 0 32 3710125 206 0 32 1 1

2 1 0 0 0 2 32040 0 0
1973 26664 0 36 0 0 0 0 0

0 0 0 0 0 0 0 0 0
147 155 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 2 8 0 36 202

0 0 0 0 81 0 0 0 0 117 0 0 0

3876098 212 0 32 7640000 5 0 32 3790902
3740418 47 0 32 3740402 210 0 32 1 1

1 1 0 0 0 3 32040 0 0
1979 28855 0 45 0 0 0 0 0

0 0 0 0 0 0 0 0 0
150 205 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 1 15 0 45 264

0 0 0 0 107 0 0 0 0 152 0 0 0

3876097 216 0 32 3780000 37 0 32 3780801
3630308 214 0 32 3740401 213 0 32 1 1

1 1 0 0 0 3 32040 0 0
1978 28490 0 36 0 0 0 0 0

0 0 0 0 0 0 0 0 0
152 141 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 1 15 0 36 178

0 0 0 0 69 0 0 0 0 105 0 0 0

3876096 218 0 32 2000000 59 0 32 3820203
3770723 40 0 32 3740401 213 0 32 1 1

2 1 0 0 0 2 32040 0 0
1982 29951 0 36 0 0 0 0 0

0 0 0 0 0 0 0 0 0
153 182 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 2 8 0 36 232

0 0 0 0 95 0 0 0 0 131 0 0 0

3876095 221 0 32 2000000 59 0 32 3830337
3800020 32 0 32 3790918 219 0 32 1 1

1 1 0 0 0 3 32040 0 0
1983 30316 0 39 0 0 0 0 0

0 0 0 0 0 0 0 0 0
153 177 0 0 0 0 0 0 0
0 0 0 0 0 0 0 0 0
0 0 0 0 0 0 1 15 0 39 224

0 0 0 0 90 0 0 0 0 129 0 0 0

3876094 225 0 32 3780000 37 0 32 3830308
3800027 223 0 32 3750528 222 0 32 1 1
2 1 0 0 0 2 32040 0 0

1983 30316 0 36 0 0 0 0 0



0 0
154 182
0 0
0 0

0 0

3876093
3800020

1 1
1983 30316

0 0
161 177
0 0
0 0

0 0

3876092
3740406

1 1
1980 29221

0 0
162 170
0 0
0 0

0 0

3876091
3770598

1 1
1981 29586

0 0
166 205
0 0
0 0

0 0

3876090
3780807

2 3
1984 30682

0 0
167 0
0 0
0 0

0 0

0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 2 8 0 36 230
0 0 0 131 0 0 0
2000000 59 0 32 3830347
3790944 226 0 32 1 1
0 3 32040 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 1 15 0 38 215
0 0 0 124 0 0 0
2000000 59 0 32 3800050
3750548 229 0 32 1 1
0 3 32040 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 1 15 0 32 207
0 0 0 117 0 0 0
3780000 37 0 32 3810107
3760626 232 0 32 1 1
0 3 32040 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 1 15 0 49 242
0 0 0 143 0 0 0
3780000 37 0 32 3840430
3750508 236 0 32 1 1
0 2 32040 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 0 0 0
0 0 2 8 0 34 0
0 0 0 0 0 0 0
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